21th WCIRDC
ASSOCIATIONS OF SINGLE NUCLEOTIDE VARIANTS OF THE FTO GENE WITH METABOLIC DISORDERS IN CHILDREN WITH OBESITY
Aleksandr Abaturov MD, DSc, Professor; 2 Anna Nikulina MD, PhD; @ Dmytro Nikulin

Dnipro State Medical University, Ukraine
Table 1. Characteristics of SNV types of the FTO gene
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The nucleotide change and position relative to the coding sequence of the affected transcript in HGVS nomenclature: c. CDS Position
Reference Base &gt; Alternative Base. Example: ¢c.223A>T (c.1 - interpretation for DNA coding sequence). This column is empty if the variant
is intergenic; CADD — combined annotation dependent depletion; *- SNV FTO associated with high levels of CADD.

Conclusion

Figure 1. Correlation pleiad of associations of SNVs
of the FTO gene with the development of metabolic
disorders in children with obesity.

In children with obesity, SNV rs2287142 is associated with pro-
iInflammatory status, and SNV rs1080312, rs17823223, rs/78691805 of
the FTO gene Is associated with metabolic markers.

Results

Materials and methods

The association with the development of obesity Is higher for the A
allele rs2287142 (1=2.29) and the T allele SNV rs17823223 (1=6.34)
than in healthy individuals (Fig. 1, Table 1). Serum IL-6 level in MHO
depends on SNV rs2287142 (r=0.73). Allele A of SNV rs1080312 is
associated with basal hyperglycemia (r=0.43) and Impaired

252 obese children aged 6-18 years were examined. The main
group (n=152) was represented by children with metabolically
unhealthy obesity (MUO). The control group (n=100) consolidated of
children with metabolically healthy obesity (MHO). Whole genome
sequencing (CeGat, Germany) was performed Iin 31 children of the
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main and 21 children of the control group.
Bioinformatic analysis — demultiplexing of the sequencing reads was

carbohydrate tolerance (r=0.33), but negatively correlates with low
serum cholesterol, low-density lipoprotein cholesterol (LDL-C): r=-0.42,
r = -0.39, respectively. The T allele of SNV rs778691805 Is associated

Medical University "Prediction of the development of childhood diseases
assoclated with civilization” (No. 0120U101324) financed by the Ministry
of Health of Ukraine from the state budget.

performed with Illumina bcl2fastg (version 2.20). Adapters were
trimmed with Skewer, version 0.2.2.37 DNA-Seq: Trimmed raw reads
were aligned to the human reference genome (hgl9-cegat) using the
Burrows-Wheeler Aligner, BWA — mem version 0.7.17-cegat.

with a high level of LDL-C in blood serum (r=0.33). The T allele of SNV
1s17823223 is negatively associated with basal hyperglycemia (r=-0.51)
and directly correlates with high-density lipoprotein cholesterol (r=0.33),
0<0.05.
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